
  

1. Select data set: 
Cancer Cell Line Encyclopedia 
(Broad, 2019)

2. Click “Query By Gene”

How to retrieve the alterations_across_samples.tsv file for your analysis
→ go to https://www.cbioportal.org/



  

3. Select alteration types which 
should be included in your analysis

4. Select Case Set

5. Enter your genes of interest

6. Click “Submit Query”



  

7. Click “Download”



  

7. Download .tsv file


